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Disulfidbindungen
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Gesamtaminosauren

o Gesamthydrolyse (6N HCI, 112°, 24— 72
St
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C° Carboxypeptidase
(C-terminale AS)

R1 O R3 Carboxypeptidase ¥ T
\ENHHNHJHNHOH - TNHHNHJOH
0O R 0 O R2

3-4 Aminosauren kénnen
So identifiziert werden R3

OH
H2N
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Die Sanger-Methode

(N-terminale AS)
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o  Hydrolyse
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N-(2,4-Dinitrophenyl)aminosaure (gelb)




C”  Patielle Hydrolyse

 Bromcyan
 Proteasen

Trypsin Lys, Arg

Chymotrypsin Phe, Trp, Tyr

Pepsin Phe, Trp, Tyr, Leu,
Asp, Glu
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Methionin Homoserin-Lacton
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C Bromcyan
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Bromcyan
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C”  Patielle Hydrolyse

Ala-Leu-Gly-Met-Lys-Trp-Phe-Arg-Ala-Ala-Ser-Met-Ala-Phe-Lys-L eu-Gly-L eu-Leu-Phe



C”  Patielle Hydrolyse

Ala-Leu-Gly-M et-Lys-Trp-Phe-Arg-Ala-Ala-Ser-M et-Ala-Phe-Lys-L eu-Gly-L eu-L eu-Phe

Bromcyan



C”  Patielle Hydrolyse

Trypsin

Ala-Leu-Gly-Met-L ys-Trp-Phe-Ar g-Ala-Ala-Ser-M et-Ala-Phe-L ys-L eu-Gly-L eu-L eu-Phe

Bromcyan



Partielle Hydrolyse

Bromcyan

Trypsin

Ala-Leu-Gly-M et-Lys-Trp-Phe-Ar g-Ala-Ala-Ser-M et-Ala-Phe-L ys-L eu-Gly-L eu-L eu-Phe



Cj"

Ala-Leu-Gly-M et
Ala-Leu-Gly-M et

Partielle Hydrolyse

FLyS

LyS

-Trp-Phe-Ar gitAla-Ala-Ser-M et
Trp-Phe-Ar g

Ala-Ala-Ser-M et4Ala-Phe-Lys

Ala-Phe-Lys

L eu-Gly-L eu-Leu-Phe
L eu-Gly-Leu-Leu-Phe

Ala-Leu-Gly-M et

FLYSt

Trp-Phe-ArgiAla-Ala-Ser-M et

Ala-Phe-Lys-

_eu-Gly-Leu-Leu-Phe




c Edman-Degradierung
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NH
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Phenylisothiocyanat
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Phenylthiobarbamoylpeptid



Edman-Degradierung

O

Phenylthiohydantoin



c Edman-Degradierung

* Peptid mit 1 Ag. Phenylisothiocyanat
reagieren

* Phenylthiohydantoin der N-terminalen AS
Identifiziren

» Restpeptid mit 1 Aqg. Phenylisothiocyanat
reagieren

* Phenylthiohydantoin der AS, identifiziren



C° Automatische




